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R7.7 Rhinovirus sp. R7.6 AMREXA 21% = SIREER LR
Parainfluenzavirus 4
R7.7 R7.6 BEEREX 1% B A AR
Rhinovirus sp.
R7.7 Parainfluenzavirus 4 R7.6 S ERERA 21% kg SIRTER R
Parainfluenzavirus 4
R7.7 R7.6 BHRERK 1% SIRER VR
Rhinovirus sp.
R7.7 Rhinovirus sp. R7.6 2HELETEX 2% 53 SIRTER R
R7.7 Rhinovirus sp. R7.6 2HELETEX 104 B 5 SIRTER R
R7.7 RSvirus B R7.6 2HELETEX 115% £ SIRTER R
R7.7 Rhinovirus sp. R7.6 2HELETEX 84 A 5 SIRTER R
R7.7 Parainfluenzavirus 3 R7.6 2HELETEX 17% kg SRR R
R7.7 Rhinovirus sp. R7.6 2HELETEX 3% 5 SIRTER R
R7.7 Parainfluenzavirus 4 R7.6 AMREXA BHEWEK 3% kg SIRTER R
R7.7 Rhinovirus sp. R7.6 BHELETEX 45K 53 SRR R
R7.7 Human rhinovirus/enterovirus R7.6 [EXK 1% = LiEEEG AV
R7.7 RSvirus A R7.6 BMREXL BHEX 25% = SRR LR
R7.7 RSvirus A R7.6 FREX 1% 5B MREEHE LR
Human rhinovirus/enterovirus ‘ _
R7.7 R7.6 EREL TT/ 7AINRERAE 1M E°8 MR A LR
Adenovirus 1
R7.7 Rhinovirus sp. R7.6 FREX 2i% £ MREEHE LR
RSvirus A B
R7.7 R7.6 EREL 1 E°8 LEEEENRYE
Rhinovirus sp.
R7.7 Parainfluenzavirus 3 R7.6 SIRBE N 1% £ MREEHE LR
R7.7 Rhinovirus sp. R7.6 AMETEX 27 B 3] MREET L VR
R7.7 Parainfluenzavirus 3 R7.6 [EXL 64 A £ LEEEERYT
R7.7 Rhinovirus sp. R7.6 fitiz¢ 94 A Z MRIETR L VR
R7.7 Rhinovirus sp. R7.6 [EXK 2i% Z MRIER L VR
R7.7 RSvirus A R7.6 RS A L REARIE 178 B MR BRI LR
R7.7 Parainfluenzavirus 3 R7.6 SR 1% £ REELE LR
R7.7 Parainfluenzavirus 3 R7.6 [EXL 15% kS MREELE LR
R7.7 Rotavirus group A.G8 R7.6 O&%5 4B 9% Z =@
R7.7 Parainfluenzavirus 3 R7.6 aMREXZA 1% = REELE LR
R7.7 Parainfluenzavirus 3 R7.6 aMREXZA 1% % REELE LR
R7.7 RSvirus A R7.6 RS A L RERSE 97 A B MR BRI LR
R7.7 RSvirus A R7.6 RS 4 JL R EZAE 2% z MR BRI LR
Human rhinovirus/enterovirus
R7.7 R7.6 T/ AR (REREERR) 25% £=q MR A LR
Adenovirus 2
R7.7 RSvirus A R7.6 RS 4 JL R EZAE 1% B MR BRI LR
Parainfluenzavirus 3
R7.7 R7.6 AMEREXA 21 z RS L VR
Adenovirus 5
R7.7 Parainfluenzavirus 3 R7.6 AN LEREA 95% % MREEHE LR
R7.7 Rhinovirus sp. R7.6 AHETEX 2i% Z MRIEH LR
R7.7 Rhinovirus sp. R7.6 AHETEX 105% 5 MRIEH LR
R7.7 Rhinovirus sp. R7.6 AHETEX 17% 5 MRIEH LR




R7.7 Rhinovirus sp. R7.6 AN EREA 375k E2 MREEHE LR
R7.7 Rhinovirus sp. R7.6 EMETEX TAR% 5 MRIEH LR
R7.7 Parainfluenzavirus 4 R7.6 2 EREL 52/% 2 MR BE LR
R7.7 Parainfluenzavirus 3 R7.6 COVID-19/&ZAE 33%% 2 MR BE LR
R7.7 Parainfluenzavirus 3 R7.6 2 EREX 537% = MR BE LR
R7.7 Parainfluenzavirus 4 R7.6 2 ERER 655% 2 MR BE LR
R7.7 Rhinovirus sp. R7.6 EMETEX 455% Z MRIEH LR
R7.7 Rhinovirus sp. R7.6 EMETEX 271% 5 MRIEH LR
R7.7 RSvirus B R7.6 RSV 27 z MR SE L VR
R7.7 RSvirus B R7.6 RS 15 2 MR SE L VR
R7.7 RSvirus B R7.6 RSV 1% 2 MR SE L VR
R7.7 Adenovirus 2 R7.6 RSV 15 z MR SE L VR
R7.7 RSvirus A R7.6 RSV 15 z MR SE L VR
RSvirus B R
R7.7 Adenovirus 2 R7.6 I U595 1% z
Adenovirus 41 HE
R7.7 Astrovirus 1 R7.6 I U595 27 z HE
R7.7 Parainfluenzavirus 3 R7.6 AN RERE R K 15 R z IREER LR
R7.7 SARS-CoV-2(NB.1.8.1) R7.6 COVID19 221% =z MREEHE LR
R7.7 SARS-CoV-2(7 / LTI FEAHE) R7.6 COoVID19 215% =z MREEHE LR
R7.7 SARS-CoV-2(PQ.2) R7.6 COVID19 847% = MREEHE LR
R7.7 SARS-CoV-2(7 / LTI FEAHE) R7.6 COoVID19 847% 5 MREEHE LR
R7.7 Adenovirus 2 R7.6 BT R 3R R RE 457% z MR SE LR
R7.7 Parainfluenzavirus 3 R7.6 Bifi % 857% ES MR SE LR
R7.7 RSvirus A R7.6 ARI 657% 5 MREEHE LR
R7.7 Parainfluenzavirus 4 R7.6 BT R 38 R E 33 z MR SE LR
RSvirus A B
R7.7 R7.6 BT IR 2R AR 617% 2 MRERI LR
Rhinovirus sp.

R7.7 Parainfluenzavirus 3 R7.6 RHEERD 1% z MR SE LR
R7.7 Adenovirus 114 R7.6 LEER Sk 7% =8 TR WK
R7.7 RSvirus A R7.6 RSB & 558 5 MR A LR
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