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R6.11 Norovirus GII.P7-GII .7 R6.10 REMERE % 5% 8 #{E
R7.1 Rhinovirus sp. R6.11 RSV 1% x TREEHL VR
R7.1 Adenovirus 1 R6.11 TREEFE R 2 5% 8 TREEHL VR
R7.1 Adenovirus 1 R6.12 SMIREE % 3% %z TREEHKL VR
R7.2 Norovirus GII.7 R7.1 AR EB % 7% %z #E
R7.2 SARS-CoV-2(KP.3.1.1) R7.1 COVID-19 107% " TREEHKL VR
R7.2 SARS-CoV-2(KP.3.3.1) R7.1 COVID-19 107 B TREEHL VR
R7.2 SARS-CoV-2(XEC.2) R7.1 COVID-19 145% " TREEHL VR
R7.2 RSvirus A R7.1 RSV 5% 3 TREEHL VR
R7.2 SARS-CoV-2(KP.3.3.1) R7.1 COVID-19 3% " TREEHL VR
R7.2 Human Metapneumovirus R7.1 ERARZaA—FIAILR 4% k8 IREEHL VR
R7.2 RSvirus A R7.2 ERARZ1—FEYAILR 5% B TREEHKL VR
R7.2 Influenza virusA(H1pdm09) R7.1 AVTIUHAR 52i% B lmmErtg
R7.2 Influenza virusA(H1pdm09) R7.1 AV TV I ABRREE 427, X |@mEgng
R7.2 Influenza virusB(E 7 ) 7 ) R7.1 AV IILIUHB 10:% B |Rm@EsgoR
R7.2 Influenza virusA(H1pdm09) R7.1 AVTILIUHA 1ME 5 IREB LN i
R7.2 Influenza virusA(H1pdm09) R7.1 FluA 7% E: IHEER LR
R7.2 Influenza virusA(H1pdm09) R7.1 FluA 97 A 8 IHEER LR
R7.2 Influenza virusA(H1pdm09) R7.1 FluA 6% E: IHEER LR
R7.2 Influenza virusA(H3) R7.2 FluA 15/% 8 IREERLL K
LR 3]
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AT ILIUFEFIMNSIE. Influenza virusA(H1pdm09)HY644 . Influenza virusA(H3) & Winfluenza virusB(E VR 7 RN 1T DR Eh =,
8. Influenza virusA(H3) & Unfluenza virusB(E V- 7 R F S — X MR H TH-T=.
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